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yellow = S. typhimurium sequence not found in the other species
red = sequence in the other species whose immediate neighbor has a homolog elsewhere in S. typhimurium
blue = sequence in the other species whose immediate neighbor has no detectable homolog in S. typhimurium
gray = apparently not sequenced in the other species
purple = overlapping colors, such as red and blue
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? STY + its two plasmids (pHCM1, 218160 bp + pHCM2, 106516 bp)
? STY + its two plasmids (pHCM1, 218160 bp + pHCM2, 106516 bp)
? STY + its two plasmids (pHCM1, 218160 bp + pHCM2, 106516 bp)
? 872 bp unmatched
? 
? S. typhimurium position 316060
? S. typhimurium position 323830
? 
? 872 bp unmatched
? 713 bp unmatched
? 
? 713 bp unmatched
? B_SPA.CONTIG511
? B_SPA.CONTIG448
? B_SPA.CONTIG809
? 
? 
? 
? 
? 
? 
? 
? 
? Contig1610_1.10
? Contig1043_1.10
? 
? S. typhimurium position 4591371
? 
? 
? 
? S. typhimurium position 0
? 
? Contig317_10.31.00
? Contig10_10.31.00
? 
? 
? 
? 
? 
? U00096 4639221 bp 18-NOV-1998 Escherichia coli K-12 MG1655 complete genome.
? 
? S. typhimurium position 567083
? S. typhimurium position 4195694
? 
? AE005174-1 Genome sequence of enterohemorrhagic Escherichia coli O157:H7, segment 1 of 3.
? AE005174-1 Genome sequence of enterohemorrhagic Escherichia coli O157:H7, segment 1 of 3.
? 
? 7897 bp unmatched
? S. typhimurium position 288813
? 
? 3774 bp unmatched
? 7897 bp unmatched
? 
? B_KPN.CONTIG844
? B_KPN.CONTIG880
? 
? 5036 bp unmatched
? 7211 bp unmatched
? S. typhimurium position 1629059
? 
? 4179 bp unmatched
? 
? 
? Yersinia pestis strain CO-92 chromosome + 3 plasmids
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? Yersinia pestis strain CO-92 chromosome + 3 plasmids
? 824 bp unmatched
? 
? 824 bp unmatched
? 5293 bp unmatched
? 625 bp unmatched
? 1013 bp unmatched
? 5851 bp unmatched
? 9586 bp unmatched
? 1070 bp unmatched
? 
? 1840 bp unmatched
? 3148 bp unmatched
? 2532 bp unmatched
? 448 bp unmatched
? 2289 bp unmatched
? 7362 bp unmatched
? 448 bp unmatched
? 1671 bp unmatched
? 4557 bp unmatched
? 5293 bp unmatched
? 4638 bp unmatched
? 337 bp unmatched
? 
? S. typhimurium position 315991
? S. typhimurium position 319789
? 
? 337 bp unmatched
? 898 bp unmatched
? 
? 898 bp unmatched
? 412 bp unmatched
? 
? 311 bp unmatched
? 921 bp unmatched
? 



